. Immunoblot analysis of proteinase K-treated wt C. canimorsus 5 (Cc5), ΔlpxE, ΔeptA or ΔlpxE-eptA C. canimorsus 5 as well as complemented mutants derived thereof using a C. canimorsus 5 LPS recognizing antiserum (Y1C12-absorbed anti-C. canimorsus 5 antiserum). As a control, the C. canimorsus 5 Y1C12 mutant was loaded. Results shown are representative of four independent determinations. Numbers at the right side of the blot indicate molecular weight in kDa of a protein ladder.
. Mass spectrometric analysis of lipid A of indicated strains as analyzed by MALDI-TOF MS in the negative ion mode. Figure S3 . Mass spectrometric analysis of lipid A of indicated strains as analyzed by MALDI-TOF MS in the positive ion mode.
